Organization of ribosomal RNA genes in the fungus Cochliobolus heterostrophus.
The genes encoding the 17S, 5.8S and 25S ribosomal RNAs in the Ascomycete Cochliobolus heterostrophus were cloned and analyzed. They are arranged in tandemly repeated units (rDNA) either 9.0 or 9.15 kilobases in length, depending upon the strain. The 5S rRNA genes are not part of the tandemly repeated rDNA. Instead, many and perhaps all of the 5S genes are dispersed in the genome, as they are in the fungi Neurospora, Aspergillus and Schizosaccharomyces. Comparative restriction maps of the rDNA from C. heterostrophus and other filamentous fungi and yeasts are presented. A survey of rDNAs from twenty-three field isolates of C. heterostrophus collected worldwide demonstrated that each isolate has one or the other of two rDNA forms, which differ in length and in the presence or absence of at least three restriction enzyme sites. The differences are all located in spacer DNA outside the coding regions for the rRNA genes. Heterogeneity in the rDNA repeat was not observed within any single isolate. The copy number of the rRNA gene cluster in C. heterostrophus is approximately 130 per haploid genome.